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a Melanoma screen (development)
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b External test (prespecified)

Estimator Paired cells only SemiCCA

Champollion Reference regression

0.5 1 2 4 8

Geometric mean, descriptive

Fly CNS, male

Fly CNS, female

Visual cortex Patch-seq

Motor cortex Patch-seq

Bone marrow multiome

Colon

Bone marrow

Blood, COVID-19

Blood, 8 donors

T cells (external test)

no dependence recovered

Saving over paired cells only

c Saving in the test data sets
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d Source of the saving


