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CD14 Mono: interferon, CD169

l CD14 Mono: MHC II, HLA-DR
| B: MHC II, HLA-DR
CD8 T: cytotoxic, CD57
CD8 T: cytotoxic, CD27
NK: cytotoxic, CD16
NK: cytotoxic, CD56
CD4 T: LEF1, CD45RA
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f Named relationships
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